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m 

[#fiFft*©«gB] 

s ] gB^j## i if *a n«*w»!rft*t- *»*« i icga*© * 

C 4 ] H*T** 3 T?« S n * ^«@B?rj & * * 5 2 K: B«CD V 

[»** 7] i~4 ©v^rti*»-3CKie*©atfi^eD^>ft < 

8] i-4 ©^rnfr-accMoae^ft^trMiiAflE 

DNA. 

[ft** 9 ] 8 lC|B«<Z>ifcgg|;l#DNA{C «fc o T^M^SI$ tlfc^g 

m&mi 2] »**5 *fc«6 icffii*cDjKy Kfc4sjw*ic i Ejs&-r 
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[M^i 7] Mug i hb^ro)^/ ^o— *-^tt#xttit#9(i 2sa« 
03j< 'J ^ n - t^/^ft^ & 5 giffi^ft. 
[3SfJII©f&tHfcSMi] 
[0 0 0 1] 

[0 0 0 2] 

[flkfccD&ffi] 

(igfi, igf2) , mammas? crop) , *awm*H? ogf) , *** 

chem. Biophys.Re s. Common., 175 , 971-977, 1991. *tf 
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#JWMSftTH* (4*W*7-138285#&*) . Chondromodul in- 1 ttjfe^ 

i4ii^m«^^f,|iTV>5 (Intl. Symp.Cartilage Metab., Osa 
ka, pp 37-39, 1994) „ Chondromodul i »- 1 ©jft**r£IH*FftU8tt, «K#iCii& 

^lit^%©T^Si:^^T^ (gfil M f« Vol.40 No.5. 

1995) „ mmma>m*L mmz&^xit. x*»*-mm<Dit*>K:mm 

^OJfc«fAWWTJ**. ^oT, Jfil^^lS^MS:^rSChondro.od«l 
Jl©J:e){C, Chondromodulin-Itt, *#«fiB(Z)««! • ^ft feflg^ 6 fc^KI, 

[0 0 0 3] 

&oT, Chondromodulin-I JCffl® Lfc*rfc&jKy ^5=- Kt^ilfi 

"TIB*** ****fi*fcov*T*fSrS*ifc« tt fe V .. 

[0 0 0 4] 

toT ' Chondromodulin-Ilc^tfefffe^^U^^K^tK-e 
[0 0 0 5] 

[0 0 0 6] 
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[0 0 0 7] 

[0 0 0 8] 

♦ [0 0 0 9] 

[0 0 10] 
[0 0 11] 



[0 0 1 2] 

Mltft^tf a - F -T S U * ^ F fci«t S £ £ ft Wt * * * * U * ^ 
[0 0 13] 

[0 0 14] 

-f ^y F-vefe^o 

[0 0 15] 
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[0 0 16] 
[0017] 
[0 0 18] 
[0 0 19] 

[0 0 2 0] 

*xmvQmm&Hm** ^t^mmm^mmiz^^ ± e, tc, race (r 

ACE : Rapid amplification of cDNA ends ; Frohman, M. A. et al , Proc. Natl. 
Acad. Sci. USA, 85, 8998-9002, 198 8) ttfc* 'J**** 

[0 0 2 1] 

— «fl5tC, RACE&^tt, cDNA©—aj©K^©##J!JE»T?&*»^ % ZL*l5:=b£ 

•■en-eno^rtHC^TasSi^lc^^T-fe^au PCR (PGR : Polymara 
se Chain Reaction, Science, 230, 1350-1354, 1985) &lz J: y cDNA**f|<r* 
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ffi§E#2 0 0 0-3 0 
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, -Wittf^**^* ( proc - NatK Acad - Sci * USA ' 74 ' 5463 " 5467 ' 1977) 

^-^.^-^W^- h& (Methods in Enzymology, 65, 499, 1980) ^ICJ; »J 
[0 0 2 2] 

©»yT*fc*. bChondro«odulin-I ©T^mBa^M^^ B#DNA^-# 

(DDBJ: DNA data bank of Japan) iC^3V%T. EST-?- * (dbEST. 
EST : Expressed sequence tag) Jt *C TBLASTNi^* — ^ O > EST 7 T>f/K Gen 

bank accession number AI123839£*fcffi L fc. AI123839tt, dbESTK:S»S*lfc 
^S^aW^^fcS^ KffBTBLASTN-9— ^IC <fc y SO&TChondroinodulin- I \ZM 

rCDdbESTJ: »;#fccDNA©-^|S(DiB^I<fc »J ^7-fV-l:^U RACE&& 
E^TfcibChM lUt^^BB^&^^SJCMofc. 
[0 0 2 3] 

feDNA, ^yADKAAMnfe©**^*?** 8 **- ADlAttWttftlKS 

Tf*y, *»lB©CWIlUt«^B:r*iK:»&'r, #T 5 /BmSfcfcfbTttafc© 
(Nucleic Acids Research, 9, 43-74, 1981) „ 
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[0 0 2 4] 

. efcjg (M) * 

-f y£r . ^^.-^i/^^^^ (Methods in Enzymology, 154 , 350 , 367-382, 19 
87; moo, 468, 1983 ; Nucleic Acids Research, 12, 9441, 1884 ; «fc£fl#£ 
M^ffil r*£?rofettllj , Q^ft^l, 105, 1986) «<D^tt(CJt»;« 

[0 0 2 5] 

£<5 (Moleculer Cloning 2nd ED, Cold Spring Harbor Laboratory Press, 198 
[0 0 2 6] 

£*ltt«*«fc hcDNA^^y- (ChMlLag^O^StlS^^^^ai 

^^-^^^^ Tig ^. :/ ^ tS;:t^ . J: ^ ig7fts (procN 

atl.Acad.Sci.USA, 78, 6613, 1981 ; Science, 222, 778, 1983^0 „ 
[0 0 2 7] 

***zti*izm*+*mmmm*ifim7i<t<*i. ^e^e^m®**, »rn 
Ht>&mwm. cDu^omm curat) ^(D^w-^y^t^-m^mK 

bcDNA^^^y- M;U**n->^**± (Clonetech Lab. Inc.) £ 
©#«cDNA^ >f U # v% £ - £ % T*£ £ „ 

[0 0 2 8] 

cdna^>t zr<? y -*&©*»H<D(Miia«*cD;** y >y tt tWK«t© 
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# 

<o m& -t s # y * ^ k ic*f b x , *»iBcwiiut e^* 8 n-Fts^uw 

n->5:S^tSm g »©«t»KW K:*g^* * 7 a ~ :7 & ffi V > 
9_*/Wyy *f>fi£-*/3>, 3Di-;W^'J^f-^H>*^3ft&© 

[0 0 2 9] 
[0 0 3 0] 

ICtfcoTfr «*JiRT-PCR (Reverse transcribed-polymerase cha 

in reaction) (Kawasaki, E.S., et al., Ampli fication of RNA. In PCR Pro 
tocol, A Guide to methods and applications, Academic Press, Inc., SanDie 
go, 21-27, 1989) 8U J — fyfU > VWft (Molecular cloning, Cold 

Sprong Harbor Laboratory, 1989) mtZZV* V%1Ttl*>Aff»C3Wib < 5*. RT- 

t§„ tot, #*swbu chMiLa^©^mic^m^^^-f^-^/x«^ D 
-^fc*«-r**»©T?*y. *3te?©*ffli«i^bT«ffl"r*ii:« c Hr«T?* 

ft, i£^n-^kiu ^fv^nyf-f >^8?#rlcJ:S4V ADNA©tfcfflicfc 
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# 

[0 0 3 1] 
[0 0 3 2] 

[0 0 3 3] 
[0 0 3 4] 
[0 0 3 5] 

P SV2dhfr (Mol. Cell. Biol., 1, 8 54, 1981) &*MmT*gZ>. 
[0 0 3 6] 

[0 0 3 7] 

m*.tm&tpH9&lim*X£. ^Ttt#g§fig57-159489#^# l cgB*$tlfc r 

»4»nr«6o-s7988^«ice«sn& n^^ja^ * -© 

[0 0 3 8] 
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^•e^-5c ^a^-^-fcbttiu ( lac > - **** 

So 

0 [0 0 3 9] 

©J:^)!ft^*8stt, £K-fc, -f *^9&©*«S (Itakura et al, Science 198, 
1059, 1977) J&e>tftC* l/T&©*Ss (Crea et al, Proc. Natl. Acad. Sci. U 
SA 75, 5765, 1978) CftoTff 3 Z. «fot> b 

[0 04 0] 



[0 04 1] 



1 0 
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im. 1980^235^^1^^^^ ; Biochemistry, 25(25), 8274- 
8277 (1986); Eur. J. Biochem., 163, 313-321 (1987) IZ J; y #fl| % 3jf 

mx%z B m^mtbxit. M.ftmzitMx.izmnvnmm&m. jku^^k 
tfcM^cj:^^ (4Mftt) , mmiE*av*m % ***** 

7^-f>f-^7h^7>f-, WI*^n7h{r97Y- (HPLC) m<D& 
[0 0 4 2] 

a**ftfc*b«iv^»tt«)*y>c^KT%*y#*. *ittf, mmm± 

KaKy^^Ktt, 77^f^?nvNy77-f -ICiS^JKy^^KJC 
[0 0 4 3] 

. ^jK'J Kief f sjK y ^ □ - t^^; ^ D - tMfttt, ft# 
X2bZ> B 

[0 0 4 4] 

*»*CNIlUt»#=I- y **T$J*WM±. Chondromodu 
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lin-I fcttVvfBHtt&^'l- £ (01) o Chondromodul in- I I IM<Z>£I# 

j&BChondronodulin-I i:&§ 0 rfcffcEBChMlLta. Chondromodul in- I ^fH^-ffifc 

^Chondromodul in- I Sr^tfC5fcS8<PfiT?tt4# KlK^ffim&ZmVT 
V>£ (01) . ^^ChMlUtfc^n- Fi-SsKU^^ Ftt, Chondro 

modulin-I i:|^illCllM<Z)l^^>A°^«3g5:^-rs^^$>-£>h*iMStl-£>o 0 
2 IC^-T j: e> IC, MtKU Fh Chondromodul in- I (Z>«fcM£&tt. KlS^tt 

7^#j£lC#^t1-So tot, Chondromodul in- I fc*#l|!(MlLMr?#3- 



[0 0 4 5] 

<fc e> iCChondromodulin- I ^#M©ff5® • ^-fb©«W, Jfil^fr 

*£oT, Chondromodul in- 1 ^#3g • ^|g{Cg| LT^JCW^ It V^S h#t$9£ 
2fs:^ChMlL^Wz3- K-TStKU^^ Kl±. *BJ®©if58 • 4Mb. Ml 

^i?£ifi«#M&£k:w^LTv^£#;io*i,So tot, SESMS^o^au 

a»ft*©*^U^^FCJ:oT§ISjBclS*ife«EAK:Mi-*«&a!lia^ 

t Bij*e& ic jc&ffi t? ^ s £ e> *i* o 

[0 0 4 6] 

[&JM] 



1 2 
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[0 0 4 7] 

mzm^mV^ (Takara) , (Phar„acia) , ^_ 

U>^f--V5/^-fA (Boehringer • Mannheim) fcj:tf*n->^y* (CLONET 

ech) »p>mzmm®&m Ex Taq DKA#y*5-t?. 

[0 0 4 8] 

PGR (Polymerase Chain Reaction: tfy*?-*****) «, fff^ExTaq 
WIi*!l^^--1fftiB^T/t-*>xA,V- (Perkin-Elmer) tt »»A*--VA,* 

>f ^" (DNA ThernaI CycIer > **ifcu mi*ftm®izmm*zz.nifi?z 

[0 04 9] 

±mm (E. coli) ttJfi ^ V -7f^ (Maniatis) P> . # n 

>^ : T . h y _ . (Molecular cloning : A laboratory 

— IK ^F.^„. ;wt „. 5 ,. Mj _ (Cold spring har 
bor laboratory) , 1982*] fc J: 0 T|B«$ *IT V***K IC*****- fi 3 

[0 0 5 0] 

***k*«m-***« (E.coii) MnjT-*** u (qiagen) 

tt»*74r> • * K . *y h (QIAGEN Plasmid Kit) -fc #7? 

[0 0 5 1] 

C5£ifc#I i ] 

[0 0 5 2] 
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H^DNA-r 1 — (DDBJ : DNA data bank of Japan) frh. fc hChondromo 

dulin-I (D7$ J WM&l (Genbank accession number AB006000) ££fV^ dbE 
ST^- ^-Xi: 7? TBLASTN-9--^ f=. B ^ Expressed sequence 

tag (EST) 7 7-f;K Genbank accession number AI 123839*^ ffi^tlfe. 
[0 0 5 3] 

RACE&tC J: & fcl hChMlLfczi- K-rScDNAiB3t<P*Bffi 

VU-yrV ^It^Human fetus Marathon-Ready™ cDNAfcM VNT^agi^S 
ICtfcV^ RACE&lCj; ycDNA© if ofco V-ttJlia©dbESTJ; *J #*> 

^ *lfcJ&«BB#JJ: b£„ PCRtt. PE Applied Biosystemsfrjg, GeneAmp 

H&lS^O PCR System 9700£MV^ SjSt^ * ;W±96t; 30#, 60"C 30#, 72^C 
1^ 5:30111^ *J jg^Zl i: £ L, *$UC72T;-e6£-fS>f >3f;a./<- h U PCRRj£$t 
3<Z>jKJ&?££^>^1'- htbTl/lOiiDx.. H&ff^ 2 SS<Z>PCR*t 

[0 0 5 4] 

PCRfjf0g^(P3f§g 

#e>^fePCR^#>5:a:^^^A^DV-f \? A*) <D1%7JSU m%foWl 
SrfTVV 3CD^f;i/S:^^TT^t-SZli:lc<J;yDNAA> KS:M^fc 0 *fffS 
^ tlf=.Z7^1f*> h&tffrfrbW&V. ^afi^#JC^V^ QIAquick Gel Extra 
ction Kit (QIAGEN*±) fcjg^TWSgLfco 
[0 0 5 5] 

Wfg^^^^ y b<Dm&mFmm&Wi.mmz'&^. PE Applied Biosystemsft 
58DNAS/— *:n>"!*— (ABI PRISM™ 310 Genetic Analyzer) JfttfABI PRISM™ B 
igDye Termi nator Cycle Sequencing Ready Reaction kitSbM V^T&^t bfc„ 
[0 0 5 6] 

t hChMIL cDNA©^^@B^J$:e2^J#-^ 1C, T ^ J ^BB#f &B2#J## 3 £ 
[0 0 5 7] 
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ondromodulin-I 1 ike gene) £B^£££L&. 
[0 0 5 8] 

t hChjflL cD»4©codi „ seonence (CDS) &PCR.C J; UJf «UTpcDN43 1(+) 
(ln»itr„ g e„a:) fcffl*^*:. «» *-K*»}k***amiM»* 
nHUHMIHVCKK PE APP'ied Biosjste.sagDNAJ.-^^^i,-- (ABI 
PHIS* 310 Genetic Analyzer) a y AB i p RISM TI. BigDye Ter . inator ^ ^ 
qnencing Read, Reaction kitSrffiKxaSLfe. 
[0 0 5 9] 

HUSH*-***.^. HSWr-f*, G e„ b a„ k accession nnnber 

T"**"** 6, » B ->*»»*»». U-*, Enoryo Harathon-Rea 

[0 0 6 0] 

V^XChHlL cDNA(Dcodin g sequence (CDS) *PCRtC «fc »J L TpcDNAS 1(+ 
(Invitro g ent±) K**^*. ^ , -Km***tea*lIM& 
mmim&MmWizm^ /t-^x^- ( P erkin-El B er) fcjg DKAi/— 9 
*>*-RZt*Bl PRISM™ BigDye TerBinator CycJe Sequenc . ng React . o 

[0 0 6 1] 

zmmm 3 ] 
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<chMiLr ^ j wmmo>m%i > 

HI: ChMlLilChondromodulin- I CD^g|^tt 
0 2 : \L hChMlL&tfChondromodulin-I (DgftTfcttS 
[0 0 6 2] 

h&^v^^at-e^ (chMiutte^o cmimu^-it. *n#3- 

F-T^JKU^-/^ F^Chondromodulin-I hffil^ffi ^^i-^ifM©^^^^)^ 

o 

[0 0 6 3] 

_LM L £ £ ? iCChondromodul in- I \t % I&#;jfflfl&<Z>*i5i • 3Hfc©1WttN J&^ff 

t£oT> Chondromodulin-I ^fflHttSr^-TS^^IWCDaHy R&tf-ttltf 
a-F-rsatfi^FW:, *J»©W» ■ 4Mb. lfirtr*r£l!MFflUBfc£ lcK#bT v>§ 

F-r sjku FafetfcftsKu Ficjjg^-rsm^«, ±fH^mtc*f it 

[0 0 6 4] 



1 6 
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SEQUENCE LISTING 

<170> Patentln Ver. 2.0 



<210> 1 
<211> 1229 
<212> DNA 

<213> Homo sapiens 



<220> 



<221> CDS 



<222> (67).. (1020) 



<400> 1 



ctccacctca gcaggtgtct ctcagtcctc tcaaagcaag 



gaaagagtac tgtgtgctga 60 



****cc .„ gM aa , aat cct cca ^ >at ^ ^ 
Met 41. L y S isn Pro Pre G l. As„ c,s Gin isp c,s His lie 
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eta aat gca gaa get ttt aaa tec aag aaa ata tgt aaa tea ctt aag 156 
Leu Asn Ala Glu Ala Phe Lys Ser Lys Lys lie Cys Lys Ser Leu Lys 

15 20 25 30 



att tgt gga ctg gtg ttt ggt ate ctg gee eta act eta att gtc ctg 204 
lie Cys Gly Leu Val Phe Gly lie Leu Ala Leu Thr Leu He Val Leu 

35 40 45 

ttt tgg ggg age aag cac ttc tgg ccg gag gta ccc aaa aaa gee tat 252 
Phe Trp Gly Ser Lys His Phe Trp Pro Glu Val Pro Lys Lys Ala Tyr 

50 55 60 

gac atg gag cac act ttc tac age aat gga gag aag aag aag att tac 300 
Asp Met Glu His Thr Phe Tyr Ser Asn Gly Glu Lys Lys Lys He Tyr 
65 70 75 



atg gaa att gat cct gtg acc aga act gaa ata ttc aga age gga aat 348 
Met Glu lie Asp Pro Val Thr Arg Thr Glu He Phe Arg Ser Gly Asn 

80 85 90 



ggc act gat gaa aca ttg gaa gta cac gac ttt aaa aac gga tac act 396 
Gl y Thr Asp Glu Thr Leu Glu Val His Asp Phe Lys Asn Gly Tyr Thr 
95 100 105 110 

ggc ate tac ttc gtg ggt ctt caa aaa tgt ttt ate aaa act cag att 444 
Gly lie Tyr Phe Val Gly Leu Gin Lys Cys Phe He Lys Thr Gin He 

115 120 125 
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aaa gtg att cct gaa ttt tct gaa cca gaa gag gaa ata gat gag aat 492 
Lys Val He Pro Glu Phe Ser Glu Pro GIu Gl« Glu He Asp Glu Asn 



130 135 



140 



,aa gaa att acc aca act ttc ttt gaa cag tea gtg att tgg gtc cca 540 
Glu Glu lie Thr Thr Thr Phe Phe Glu Gin Ser Val He T r P Val Pro 



145 150 



155 



gca gaa aag cct att gaa aac cga gat ttt ctt aaa aat tec aaa att 58 8 
Ala Glu Lys Pro He Glu Asn Arg Asp Phe Leu Lys Asn Ser Lys He 



160 165 



170 



ctg gag att tgt gat aac gtg acc atg tat tgg ate aat ccc act eta 636 
Leu Glu lie Cys Asp Asn Val Thr Met Tyr Tr P He Asn Pro Thr Leu 

185 190 



1 ?5 180 



ata tea gtt tct gag tta caa gac ttt gag gag gag gga gaa gat ctt 684 
He Ser Val Ser Glu Leu Gin Asp Phe Glu Glu Glu Gly Glu Asp Leu 



I 95 200 



205 



cac ttt cct gec aac gaa aaa aaa ggg att gaa caa aat gaa cag tgg 732 
His Phe Pro Ala Asn Glu Lys Lys Gly He Glu Gin Asn Glu Gin Tr P 

220 



210 215 



etg gtc cct caa gtg aaa gta gag aag acc cgt cac gec aga caa gca 78 0 
Val Val Pro Gin Val Lys Val Glu Lys Thr Arg His Ala Arg Gin Ala 

235 



225 230 
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# 

agt gag gaa gaa ctt cca ata aat gac tat act gaa aat gga ata gaa 828 
Ser Glu Glu Glu Leu Pro He Asn Asp Tyr Thr Glu Asn Gly He Glu 

240 245 250 

ttt gat ccc atg ctg gat gag aga ggt tat tgt tgt att tac tgc cgt 876 
Phe Asp Pro Met Leu Asp Glu Arg Gly Tyr Cys Cys He Tyr Cys Arg 

255 260 265 270 

cga ggc aac cgc tat tgc cgc cgc gtc tgt gaa cct tta eta ggc tac 924 
Arg Gly Asn Arg Tyr Cys Arg Arg Val Cys Glu Pro Leu Leu Gly Tyr 

275 280 285 

tac cca tat cca tac tgc tac caa gga gga cga gtc ate tgt cgt gtc 972 
Ty r Pro Tyr Pro Tyr Cys Tyr Gin Gly Gly Arg Val He Cys Arg Val 

290 295 300 

ate atg cct tgt aac tgg tgg gtg gee cgc atg ctg ggg agg gtc taa 1020 
He Met Pro Cys Asn Trp Trp Val Ala Arg Met Leu Gly Arg Val 

305 310 315 

taggaggttt gagctcaaat gcttaaactg ctggcaacat ataataaatg ettaaactge 1080 

tggcaacata taataaatgc atgetattea atgaatttct gectatgagg catctggccc 1140 

ctggtagcca gctctccaga attacttgta ggtaattcct ctcttcatgt tctaataaac 1200 

ttctacatta tcaccaaaaa aaaaaaaaa 1229 
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# 

<210> 2 W 
<211> 317 
<212> PRT 
<213> Homo sapiens 

<400> 2 

«et Ala Lys Asn Pro Pro G „ Asn Cys isp Cys ^ ^ ^ ^ 

Ala 61. Ala Phe L,s Ser Lys Lys ,le Cys Lys Ser Leu Lys He Cys 

20 25 30 

Gly Leu Val Phe Gl, He Leu Ala Leu Thr Leu „. Val Leo phe Trp 

35 40 45 



Gly Ser Lys H is Phe Trp Pro Glu Val Pro Lys Lys Ala Tyr 

60 55 60 



Asp Met 



Glu His Thr Phe Tyr Ser Asn Gly Glu Lys Lys Lys He Tyr Met Glu 

65 7 0 



75 



80 



He ASP Pro Val Thr Ar g Thr Glu He Phe Arg Ser Gly As* Gly Thr 



85 90 g5 



Asp Glu Thr Leu Glu Val His Asp Phe Lys Asn Gly Tyr Thr Gly II 
100 105 110 



Tyr Phe Val Gly Leu Gin Lys Cys Phe I le Lys Thr Gin II 

125 



e Lys Val 

115 120 



ffifflE# 2 0 0 0- 



3 0 9 6 8 5 5 




# 
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He Pro Glu Phe Ser Glu Pro Glu Glu Glu He Asp Glu Asn Glu Glu 

130 135 140 

He Thr Thr Thr Phe Phe Glu Gin Ser Val lie Trp Val Pro Ala Glu 

145 150 155 160 

Lys Pro He Glu Asn Arg Asp Phe Leu Lys Asn Ser Lys He Leu Glu 
165 170 175 

He Cys Asp Asn Val Thr Met Tyr Trp He Asn Pro Thr Leu lie Ser 
180 185 190 

Val Ser Glu Leu Gin Asp Phe Glu Glu Glu Gly Glu Asp Leu His Phe 

195 200 205 

Pro Ala Asn Glu Lys Lys Gly He Glu Gin Asn Glu Gin Trp Val Val 

210 215 220 

Pro Gin Val Lys Val Glu Lys Thr Arg His Ala Arg Gin Ala Ser Glu 



225 



230 



235 



240 



Glu Glu Leu Pro He Asn Asp Tyr Thr Glu Asn Gly He Glu Phe Asp 

245 250 255 



Pro Met Leu Asp Glu Arg Gly Tyr Cys Cys lie Tyr Cys Arg Arg Gly 

260 265 270 
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1 1—275947 
Asn Arg Tyr Cys Arg Arg Val Cys Glu Pro Leu Leu Gly Tyr Tyr Pro 



275 280 



285 



Tyr Pro Tyr Cys Tyr Gin Gly Gly Arg Val He Cys Arg Val II 

300 



e Met 

290 295 



Pro Cys Asn Trp Trp Val Ala Arg Met Leu Gly Arg Val 

315 



305 310 



<210> 3 
<211> 1180 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (59).. (1012) 

<400> 3 

agcagtagtc ctctcagtcc tctcaaagca gggaaagagc accgtgtgct 



gggagacc 58 



atg gca aag aat cot cca gag aac tgt gag ggc tgt cac att eta aat 106 
Met Ala Lys Asn Pro Pro Glu Asn Cys Glu Gly Cys His He Leu Asn 



1 5 10 



15 



*ca gaa get ctg aaa tet aag aag ata tgt aaa tea etg aag att tgt 154 
Ala Glu Ala Leu Lys Se r Lys Lys He Cys Lys Ser Leu Lys He Cys 



2000-3096855 
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20 



25 



30 



gga eta gtg ttt ggt ate ctg gec tta act eta att gtc ctg ttt tgg 202 
Gly Leu Val Phe Gly lie Leu Ala Leu Thr Leu He Val Leu Phe Trp 

35 40 45 



ggg age aaa cac ttc tgg ccc gag gta tec aag aaa ace tat gac atg 250 
Gly Ser Lys His Phe Trp Pro Glu Val Ser Lys Lys Thr Tyr Asp Met 

50 55 60 

gag cac act ttc tac age aac ggc gag aag aag aag att tac atg gaa 298 
Glu His Thr Phe Tyr Ser Asn Gly Glu Lys Lys Lys He Tyr Met Glu 
65 70 75 80 



att gat ccc ata ace aga aca gaa ata 
lie Asp Pro lie Thr Arg Thr Gl u II 

85 



ttc aga agt gga aat ggc act 346 
Phe Arg Ser Gly Asn Gly Thr 

90 95 



gat gaa aca ttg gaa gtc cat gac ttt aaa aat gga tac act ggc ate 394 
Asp Glu Thr Leu Glu Val His Asp Phe Lys Asn Gly Tyr Thr Gly He 

.100 105 110 



tac ttt gta ggt ctt caa aaa tgc ttt att aaa act caa ate aaa gtg 442 
Tyr Phe Val Gly Leu Gin Lys Cys Phe He Lys Thr Gin He Lys Val 
115 120 125 



att cct gaa ttt tct gaa cca gag gaa gaa ata gat gag aat gaa gaa 490 
He Pro Glu Phe Ser Glu Pro Glu Glu Glu He Asp Glu Asn Glu Glu 

130 135 140 



ffi$E# 2000-3096855 
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«« ac, aca act ttc t„ g aa ca g tea gtg at, , gg ett ccc gca gaa 53g 
He Thr Thr Thr Phe Phe Glu Gla Ser Val „ e Trp Va. Pro AU G.a 

H5 



aa g cc, a„ g aa aac a g a g ac ttc ct g aaa aat tct aaa at, c, g gag 
Lys Pro „a G.a Asa Ar g Asp Phe Leu Lys Asa Ser Lys I,e L eu Glu 



586 



165 170 



175 



att t e c g at aat g t s acc atg tac t se ate aat ccc act eta ata g ca 
He Cys Asp Asu Val Thr Met Tyr Trp He Asn Pro Thr Leu „. AU 

190 



634 



180 185 



Val Ser Glu Leu Gin Asp Phe Glu Glu Asp Gly Glu Asp Leu His Phe 

205 



682 



195 200 



ect acc agt ga a aaa aa g ggg att g ac ca g aat g a g caa t gg gtg g tc 
Pro Thr Ser Gla L ,s Lys Gly lie Asp Gl „ Asa Gla Gla Trp Val Val 

220 



730 



21 » 215 



cc g caa gtg aa g gtg gag aa g acc c g c cac acc a g a caa g ca a g c g a g 778 
Pro Gla Val Lys Va. Gla Lys Thr Ar g His Thr 4r g Gla A.a Ser Glu 

225 230 235 240 

*aa gac c„ cc, ata aa, g ac tat ac, gaa aat gg a att g aa ttt g ac 826 
Glu Asp Leu Pro He Asa Asp Tyr Thr G!u Asa Gly lie Glu Phe Asp 

245 250 255 
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# 



cca atg ctg gat gag aga ggt tac tgt tgt att tac tgt cgt cga ggc 874 
Pro Met Leu Asp Glu Arg Gly Tyr Cys Cys He Tyr Cys Arg Arg Gly 

260 265 270 

aac cgt tac tgc cgc cgt gtc tgt gaa cct tta eta ggc tac tac cca 922 
Asn Arg Tyr Cys Arg Arg Val Cys Glu Pr o Leu Leu Gly Tyr Tyr Pro 

275 280 285 

tac ccc tac tgc tac caa gga ggt cga gtc ate tgt cgt gtc ate atg 970 
Tyr Pro Tyr Cys Tyr Gin Gly Gly Arg Val He Cys Arg Val He Met 

290 295 300 

cct tgc aac tgg tgg gtg gec cgc atg ctt ggg aga gtc taa 1012 
Pro Cys Asn Trp Trp Val Ala Arg Met Leu Gly Arg Val 

305 310 315 

taggaagatt gagttcaaac gcttaacctt ctgttagcca atatataatt aatgeatget 1072 
actccatgaa tttctgecta tgaggcattt gcctccaagt agcctatcct tcagaattac 1132 
ttgtaggata ttcctctctt catgttctaa taaacttcta catcatca 1180 



<210> 4 
<211> 317 
<212> PRT 



ffilE# 2000-3096855 




<213> Mus musculus 



#¥ 11—275947 

# 



<400> 4 



Met Ala Lys Asn Pro Pro Glu Asn Cys Glu Gly Cys His II 
1 5 



10 



e Leu Asn 
15 



Ala Glu Ala Leu Lys Ser Lys Lys He Cys Lys Ser Leu Lys II 



e Cys 



20 



25 



30 



Gly Leu Val Phe Gly He Leu Ala Leu Thr Leu He Val Leu Phe Tr P 

35 40 



45 



Gly Ser Lys His Phe Tr P Pro Glu Val Ser Lys L ys Thr Tyr Asp Met 
• 50 55 



60 



Glu His Thr Phe Tyr Ser Asn Gly Glu Lys Lys Lys He Tyr 
65 70 



75 



Met Glu 

80 



He Asp Pro He Thr Arg Th r Glu He Phe Arg Ser Gly Asn Gly Thr 

85 90 



95 



Asp Glu Thr Leu Glu Val His Asp Phe Lys Asn Gly Tyr Thr Gly II, 
!<>0 105 



110 
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Tyr Phe Val Gly Leu Gin Lys Cys Phe He Lys Thr Gin He Lys Val 
115 120 125 



He Pro Glu Phe Ser Glu Pro Glu Glu Glu He Asp Glu Asn Glu Glu 

130 135 140 



lie Thr Thr Thr Phe Phe Glu Gin Ser Val lie Trp Val Pro Ala Glu 

145 150 155 160 

Lys Pro He Glu Asn Arg Asp Phe Leu Lys Asn Ser Lys He Leu Glu 
165 170 175 

He Cys Asp Asn Val Thr Met Tyr Trp He Asn Pro Thr Leu He Ala 
180 185 190 

Val Ser Glu Leu Gin Asp Phe Glu Glu Asp Gly Glu Asp Leu His Phe 

195 200 205 

Pro Thr Ser Glu Lys Lys Gly He Asp Gin Asn Glu Gin Trp Val Val 

210 215 220 



Pro Gin Val Lys Val Glu Lys Thr Arg His Thr Arg Gin Ala Ser Glu 

225 230 235 240 



Glu Asp L eu Pro He Asn Asp Tyr Thr Glu Asn Gly He Glu Phe Asp 

2 8 ffiSE# 2000-3096855 




245 250 
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# 



255 



Pro Met Leu Asp GIu Arg Gly Tyr Cys Cys He Tyr Cys Arg Arg Gly 

270 



260 265 



Asn Arg Tyr Cys Arg Arg Val Cys Glu Pro Leu Leu Gly Tyr Tyr Pro 

285 



275 280 



Tyr Pro Tyr Cys Tyr Gin Gly Gly Arg Val He Cys Arg Val He Met 
W 290 295 300 

Pro Cys Asn Trp T r P Val Ala Arg Met Leu Gly A rg Val 

305 310 3I5 
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hChillL : human ChMIL 

■ChHIL : Mouse ChMIL 

hChMl : hucaji Chondbroroodulin- I 

mChMl : souse C3iondrosBodulin~ 1. 
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ChMlL&tKChomixx>niodulin I tD©fc2M*fcg: 

hChMlL : human ChMIL 
■■ChMJLL : mouse ChMlL 
tiChBdl : hunaji Chondrofcodulin I 
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